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STUDY OF NON-DETECTABLE FACTORS AND WATER SMAPLING
METHODS OF BENTHIC FISH (LIOBAGRUS REINI) BY ENVIRONMENTAL
DNA SURVEY

Takahiro MATSUURA, Yuta SAKAGUCHI, Kota IGARASHI,Masnori OSHIMA,
Naoya ONO,Ryouichi TAKAHASHI, And Kaede OKUIZUMI

The Ukawa Dam, located in the Ukawa River system in Niigata Prefecture, is under construction and is
scheduled to be flooded in the future. With the test flooding, an environmental impact assessment was
conducted based on environmental surveys conducted from 2018 to 2021, and it was predicted that there
would be a significant impact on the benthic fish, Liobagrus reini. Therefore, we carried out environmental
preservation measures such as relocation of the fish, and considered an environmental DNA survey as a
monitoring method that is not harmful to the fish. Since 2021, we have been conducting environmental
DNA surveys as well as translocations. However, in 2021, several Liobagrus reini were captured, but were
not detected by environmental DNA. In 2022, we examined several patterns of water sampling conditions
based on previous studies. Based on the survey results, we examined the factors of non-detection and the
method of environmental DNA sampling for monitoring rare species.



